RTS-0158 -1- PATENT 



SEQUENCE LISTING 

<110> Susan Murray- 
Jacqueline Wyatt 

<120> ANTI SENSE MODULATION OF TRANSFORMING GROWTH FACTOR BETA RECEPTOR II 
EXPRESSION 

<130> RTS-0158 

<160> 163 



<210> 1 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 1 

tccgtcatcg ctcctcaggg 20 

<210> 2 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



/ . 

RTS-015 8 -2- PATENT 

, <400> 2 

atgcattctg cccccaagga 2 0 

<210> 3 

<211> 5759 

<212> DNA 

<213> Homo sapiens 

<220> 

<220> 
<221> CDS 

<222> (1573) . . . (3276) 
<400> 3 

ataccctgtg gtgctagtgt aaaatcaaat ataatctacc tctttagctt ttctgttatg 60 

taattggaat gaaaaaatag tgcttttttt tttttttcat ttttgagatt gagttaccat 120 

ggagggaaag aacatgtgtt ttaccagtgg aacgcattct ttgtgttatc tcttcgattt 180 

ttaacatttt atgtttccag tttataaact ttgcctccag tttgatgaag aaaatttagc 240 

tattagaaag tatttaaaat ctcaaaagta tgacatttta aaatgttagc aggtttaaag 300 

ataacttagt ttttcaactc ttaacccaaa attatacttg tatactataa tttgtgttga 360 

attacttggt attatttatc atcctagtaa gatctatttt atataatttg attcactttt 420 

tatattgaat tatgttaatt gtttttgtaa tacacctttc atatttcttc aaagaaaact 480 

agtgttgggt tattgctaat tttgcttcgt ggtttggtta tttacatata aaaattatat 540 

tgttttaaaa attgcaaagt gatcatttat tgacacatca gcaagaatta atgttgaaat 600 

gcaagttttt tcccctatcc ttaactaagt gtgtagatat ctttgttttg tttctttaat 660 

agatagcaaa caataaagat gcattgagga agacatggaa ccctaagttt acattgagaa 720 
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gtcactttga tggcatccga gcccttgctt tccatcccat tgagcctgtt ttgataacag 780 

catcagagga tcacacatta aaaatgtgga atttacagaa aacagcccca gccaaaaagt 840 

gagaatattc tactttaaca ttatttgaat attttaagta acattttcag cagaaaacta 900 

catattttat gatttctgtt aaatttccca aacatttctt ctagttcttt cttccatgtc 960 

atgtaattta ttgtgttttt ccatttatac aacctaatgc taggttagaa aactgatgct 1020 

taggaagata tggtattatc ttttggtttc accagggttt gtgaatactg attacagtct 1080 

ttatacataa cagtattttt aaatggctgc tatatttggg gagccccttg tctatactga 1140 

aggtttggac tgttcttgta aacaggtata tgcatcttta aaataatcaa atgtccacct 1200 

ccaccttgcc ccattgttta ctagatttag acttatgaga tggagcagag aaaagcctca 1260 

ctgggatggg tggagggtct tggtcttgtc ttttggcctt gagactttag gtactttcca 1320 

tacccaccaa tatgtctaga ctcagaggct aacatgactg ctagtgctca ccttggccct 1380 

ttagttcctg tctaagcatg gatagacatg agttagtata aaccctttaa aagtcacaaa 1440 

gctaaatctg gttctacttg cttgggtcct tatcggagct ccactccttt gggtcacatg 1500 

tcaaaaaaaa aaaaaaaaag gcgccgtccg ctgcgctggg ggctcggtct atgacgagca 1560 

gcggggtctg cc atg ggt egg ggg ctg etc agg ggc ctg tgg ccg ctg cac 1611 
Met Gly Arg Gly Leu Leu Arg Gly Leu Trp Pro Leu His 



1 



5 



10 



ate gtc ctg tgg acg cc}t ate gee age acg ate cca ccg cac gtt cag 
lie Val Leu Trp Thr Arg lie Ala Ser Thr lie Pro Pro His Val Gin 



1659 



15 



20 



25 



aag teg gtt aat aac gac atg ata gtc act gac aac aac ggt gca gtc 
Lys Ser Val Asn Asn Asp Met lie Val Thr Asp Asn Asn Gly Ala Val 



1707 
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30 35 40 45 

aag ttt cca caa ctg tgt aaa ttt tgt gat gtg aga ttt tec acc tgt 1755 
Lys Phe Pro Gin Leu Cys Lys Phe Cys Asp Val Arg Phe Ser Thr Cys 
50 55 60 

gac aac cag aaa tec tgc atg age aac tgc age ate acc tec ate tgt 1803 
Asp Asn Gin Lys Ser Cys Met Ser Asn Cys Ser lie Thr Ser lie Cys 
65 70 75 

gag aag cca cag gaa gtc tgt gtg get gta tgg aga aag aat gac gag 1851 
Glu Lys Pro Gin Glu Val Cys Val Ala Val Trp Arg Lys Asn Asp Glu 
80 85 90 

aac ata aca eta gag aca gtt tgc cat gac ccc aag etc ccc tac cat 1899 
Asn lie Thr Leu Glu Thr Val Cys His Asp Pro Lys Leu Pro Tyr His 
95 100 105 

gac ttt att ctg gaa gat get get tct cca aag tgc att atg aag gaa 1947 
Asp Phe He Leu Glu Asp Ala Ala Ser Pro Lys Cys He Met Lys Glu 
110 115 120 125 

aaa aaa aag cct ggt gag act ttc ttc atg tgt tec tgt age tct gat 1995 
Lys Lys Lys Pro Gly Glu Thr Phe Phe Met Cys Ser Cys Ser Ser Asp 
130 135 140 

gag tgc aat gac aac ate ate ttc tea gaa gaa tat aac acc age aat 2 043 
Glu Cys Asn Asp Asn He He Phe Ser Glu Glu Tyr Asn Thr Ser Asn 
145 150 155 

cct gac ttg ttg eta gtc ata ttt caa gtg aca ggc ate age etc ctg 2091 
Pro Asp Leu Leu Leu Val He Phe Gin Val Thr Gly He Ser Leu Leu 
160 " 165 170 

cca cca ctg gga gtt gee ata tct gtc ate ate ate ttc tac tgc tac 2139 
Pro Pro Leu Gly Val Ala He Ser Val He He He Phe Tyr Cys Tyr 
175 180 - 185 



cgc gtt aac egg cag cag aag ctg agt tea acc tgg gaa acc ggc aag 



2187 
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Arg Val Asn Arg Gin Gin Lys Leu Ser Ser Thr Trp Glu Thr Gly Lys 
190 195 200 205 

acg egg aag etc atg gag ttc age gag cac tgt gee ate ate ctg gaa 2235 
Thr Arg Lys Leu Met Glu Phe Ser Glu His Cys Ala He He Leu Glu 
210 215 220 

gat gac cgc tct gac ate age tec acg tgt gec aac aac ate aac cac 22 83 
Asp Asp Arg Ser Asp He Ser Ser Thr Cys Ala Asn Asn He Asn His 
225 230 235 

aac aca gag ctg ctg ccc att gag ctg gac ace ctg gtg ggg aaa ggt 2331 
Asn Thr Glu Leu Leu Pro He Glu Leu Asp Thr Leu Val Gly Lys Gly 
240 245 250 

cgc ttt get gag gtc tat aag gec aag ctg aag cag aac act tea gag 2379 
Arg Phe Ala Glu Val Tyr Lys Ala Lys Leu Lys Gin Asn Thr Ser Glu 
255 260 265 

cag ttt gag aca gtg gca gtc aag ate ttt ccc tat gag gag tat gee 2427 
Gin Phe Glu Thr Val Ala Val Lys He Phe Pro Tyr Glu Glu Tyr Ala 
270 275 280 285 

tct tgg aag aca gag aag gac ate ttc tea gac ate aat ctg aag cat 2475 
Ser Trp Lys Thr Glu Lys Asp He Phe Ser Asp He Asn Leu Lys His 
290 295 300 

gag aac ata. etc cag ttc ctg acg get gag gag egg aag acg gag ttg 2523 
Glu Asn He Leu Gin Phe Leu Thr Ala Glu Glu Arg Lys Thr Glu Leu 
305 310 315 

ggg aaa caa tac tgg ctg ate acc gee ttc cac gee aag ggc aac eta 2571 
Gly Lys Gin Tyr Trp Leu He Thr Ala Phe His Ala Lys Gly Asn Leu 
320 ' 325 330 

cag gag tac ctg acg egg cat gtc ate age tgg gag gac ctg cgc aag 2619 
Gin Glu Tyr Leu Thr Arg His Val- He Ser Trp Glu Asp Leu Arg Lys 
335 340 345 
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ctg ggc age tec etc gee egg ggg att get cac etc cac agt gat cac 2667 
Leu Gly Ser Ser Leu Ala Arg Gly lie Ala His Leu His Ser Asp His 
350 355 360 365 

act cca tgt ggg agg ccc aag atg ccc ate gtg cac agg gac etc aac 2715 
Thr Pro Cys Gly Arg Pro Lys Met Pro lie Val His Arg Asp Leu Asn 
370 375 380 

age tec aat ate etc gtg aag aac gac eta acc tgc tgc ctg tgt gac 2 763 
Ser Ser Asn lie Leu Val Lys Asn Asp Leu Thr Cys Cys Leu Cys Asp 
385 390 395 

ttt ggg ctt tec ctg cgt ctg gac cct act ctg tct gtg gat gac ctg 2811 
Phe Gly Leu Ser Leu Arg Leu Asp Pro Thr Leu Ser Val Asp Asp Leu 
400 405 410 

get aac agt ggg cag gtg gga act gca aga tac atg get cca gaa gtc 2859 
Ala Asn Ser Gly Gin Val Gly Thr Ala Arg Tyr Met Ala Pro Glu Val 
415 420 425 

eta gaa tec agg atg aat ttg gag aat get gag tec ttc aag cag acc 2907 
Leu Glu Ser Arg Met Asn Leu Glu Asn Ala Glu Ser Phe Lys Gin Thr 
430 435 440 445 

gat gtc tac tec atg get ctg gtg etc tgg gaa atg aca tct cgc tgt 2955 
Asp Val Tyr Ser Met Ala Leu Val Leu Trp Glu Met Thr Ser Arg Cys 
450 455 460 

aat gca gtg gga gaa gta aaa gat tat gag cct cca ttt ggt tec aag 3 003 
Asn Ala Val Gly Glu Val Lys Asp Tyr Glu Pro Pro Phe Gly Ser Lys 
465 470 475 

gtg egg gag cac ccc tgt gtc gaa age atg aag gac aac gtg ttg aga 3051 
Val Arg Glu His Pro Cys Val Glu Ser Met Lys Asp Asn Val Leu Arg 
480 485 490 



gat cga ggg cga cca gaa att ccc age ttc tgg etc aac cac cag ggc 
Asp Arg Gly Arg Pro Glu lie Pro Ser Phe Trp Leu Asn His Gin Gly 
495 500 505 



3099 
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ate cag atg gtg tgt gag acg ttg act gag tgc tgg gac cac gac cca 3147 
lie Gin Met Val Cys Glu Thr Leu Thr Glu Cys Trp Asp His Asp Pro 
510 515 520 525 

gag gec cgt etc aca gec cag tgt gtg gca gaa cgc ttc agt gag ctg 3195 
Glu Ala Arg Leu Thr Ala Gin Cys Val Ala Glu Arg Phe Ser Glu Leu 
530 535 540 

gag cat ctg gac agg etc teg ggg agg age tgc teg gag gag aag att 3243 
Glu His Leu Asp Arg Leu Ser Gly Arg Ser Cys Ser Glu Glu Lys lie 
545 550 555 

cct gaa gac ggc tec eta aac act acc aaa tag ctcttctggg gcaggctggg 3296 
Pro Glu Asp Gly Ser Leu Asn Thr Thr Lys 
560 565 

ccatgtccaa agaggctgee cctctcacca aagaacagag gcagcaggaa gctgcccctg 3 356 

aactgatget tcctggaaaa ccaagggggt cactcccctc cctgtaagct gtggggataa 3416 

gcagaaacaa cagcagcagg gagtgggtga catagagcat tetatgeett ttacattgtc 3476 

ataggataag ctgtgttagc acttcctcag gaaatgagat tgattttaca atagecaata 3536 

acatttgeae tttattaatg cctgtatata aatatgaata gctatgtttt atatatatat 3596 

atatatatct atatatgtct atagctctat atatatagee ataccttgaa aagagacaag 3656 

gaaaaacatc aaatattccc aggaaattgg ttttattgga gaactccaga accaagcaga 3716 

gaaggaaggg acccatgaca gcattagcat ttgacaatca cacatgeagt ggttctctga 3776 

ctgtaaaaca gtgaactttg 'catgaggaaa gaggctccat gtctcacagc cagctatgac 3836 

cacattgcac ttgcttttgc aaaataatca ttccctgcct agcacttctc ttctggccat 3896 

ggaactaagt acagtggcac tgtttgagga ccagtgttcc eggggttect gtgtgccctt 3956 
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atttctcctg gacttttcat ttaagctcca agccccaaat ctggggggct agtttagaaa 4016 

ctctccctca acctagttta gaaactctac cccatcttta ataccttgaa tgttttgaac 4076 

cccacttttt accttcatgg gttgcagaaa aatcagaaca gatgtcccca tccatgcgat 4136 

tgccccacca tctactaatg aaaaattgtt ctttttttca tctttcccct gcacttatgt 4196 

tactattctc tgctcccagc cttcatcctt ttctaaaaag gagcaaattc tcactctagg 4256 

ctttatcgtg tttacttttt cattacactt gacttgattt tctagttttc tatacaaaca 4316 

ccaatgggtt ccatctttct gggctcctga ttgctcaagc acagtttggc ctgatgaaga 43 76 

ggatttcaac tacacaatac tatcattgtc aggactatga cctcaggcac tctaaacata 4436 

tgttttgttt ggtcagcaca gcgtttcaaa aagtgaagcc actttataaa tatttggaga 4496 

ttttgcagga aaatctggat ccccaggtaa ggatagcaga tggttttcag ttatctccag 4556 

tccacgttca caaaatgtga aggtgtggag acacttacaa agctgcctca cttctcactg 4616 

taaacattag ctctttccac tgcctacctg gaccccagtc taggaattaa atctgcacct 4676 

aaccaaggtc ccttgtaaga aatgtccatt caagcagtca ttctctgggt atataatatg 4736 

attttgacta ccttatctgg tgttaagatt tgaagttggc cttttattgg actaaagggg 4796 

aactccttta agggtctcag ttagcccaag tttcttttgc ttatatgtta atagttttac 4856 

cctctgcatt ggagagagga gtgctttact ccaagaagct ttcctcatgg ttaccgttct 4916 

ctccatcatg ccagccttct caacctttgc agaaattact agagaggatt tgaatgtggg 4976 

acacaaaggt cccatttgca gttagaaaat ttgtgtccac aaggacaaga acaaagtatg 5036 

agctttaaaa ctccatagga aacttgttaa tcaacaaaga agtgttaatg ctgcaagtaa 5096 

tctctttttt aaaacttttt gaagctactt attttcagcc aaataggaat attagagagg 5156 
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gactggtagt gagaatatca gctctgtttg gatggtggaa ggtctcattt tattgagatt 5216 

tttaagatac atgcaaaggt ttggaaatag aacctctagg caccctcctc agtgtgggtg 5276 

ggctgagagt taaagacagt gtggctgcag tagcatagag gcgcctagaa attccacttg 5336 

caccgtaggg catgctgata ccatcccaat agctgttgcc cattgacctc tagtggtgag 5396 

tttctagaat actggtccat tcatgagata ttcaagattc aagagtattc tcacttctgg 5456 

gttatcagca taaactggaa tgtagtgtca gaggatactg tggcttgttt tgtttatgtt 5516 

tttttttctt attcaagaaa aaagaccaag gaataacatt ctgtagttcc taaaaatact 5576 

gacttttttc actactatac ataaagggaa agttttattc ttttatggaa cacttcagct 5636 

gtactcatgt attaaaatag gaatgtgaat gctatatact ctttttatat caaaagtctc 5696 

aagcacttat ttttattcta tgcattgttt gtcttttaca taaataaaat gtttattaga 5756 

ttg 5759 



<210> 4 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 4 

agagatcgag ggcgaccag 19 



<210> 5 
<211> 22 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 5 

tcaacgtctc acacaccatc tg 22 



<210> 6 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> PCR Probe 
<400> 6 

tcccagcttc tggctcaacc acca 24 



<210> 7 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> PCR Primer 
<400> 7 

gaaggtgaag gtcggagtc 19 



<210> 
<211> 



8 

20 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 8 

gaagatggtg atgggatttc 20 

<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> PCR Probe 
<400> 9 

caagcttccc gttctcagcc 20 

<210> 10 

<211> 3839 

<212> DNA 

<213> Mus musculus 

<220> 

<220> 
<221> CDS 

<222> (156) . . . (1934) 
<400> 10 

ccgggggcct cctccgggcc tccgagctcc ggggatcgcc ggccacatct ggcccgcatc 60 
ctgagagggc gaggagtaaa ggcgcagccc ggggtccccg aggctcggtt cgtggcgcac 12 0 
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caggggccgg tctatgacga gcgacggggg ctgcc atg ggt egg ggg ctg etc 173 

Met Gly Arg Gly Leu Leu 
1 5 



egg ggc ctg tgg ccg ctg cat ate gtc ctg tgg acg cgc ate gec age 221 
Arg Gly Leu Trp Pro Leu His lie Val Leu Trp Thr Arg lie Ala Ser 
10 15 20 



acg ate ccg ccg cac gtt ccc aag teg gat gtg gaa atg gaa gee cag 269 
Thr lie Pro Pro His Val Pro Lys Ser Asp Val Glu Met Glu Ala Gin 
25 30 35 



aaa gat gca tec ate cac eta age tgt aat agg ace ate cat cca ctg 317 
Lys Asp Ala Ser lie His Leu Ser Cys Asn Arg Thr lie His Pro Leu 
40 45 50 



aaa cat ttt aac agt gat gtc atg gee age gac aat ggc ggt gcg gtc 3 65 

Lys His Phe Asn Ser Asp Val Met Ala Ser Asp Asn Gly Gly Ala Val 
55 60 65 70 

aag ctt cca cag ctg tgc aag ttt tgc gat gtg aga ctg tec act tgc 413 

Lys Leu Pro Gin Leu Cys Lys Phe Cys Asp Val Arg Leu Ser Thr Cys 
75 80 85 



gac aac cag aag tec tgc atg age aac tgc age ate acg gee ate tgt 461 
Asp Asn Gin Lys Ser Cys Met Ser Asn Cys Ser lie Thr Ala lie Cys 
90 95 100 



gag aag ccg cat gaa gtc tgc gtg gee gtg tgg agg aag aac gac aag 5 09 

Glu Lys Pro His Glu Val Cys Val Ala Val Trp Arg Lys Asn Asp Lys 
105 110 115 

aac att act ctg gag acg gtt tgc cac gac ccc aag etc ace tac cac 557 

Asn lie Thr Leu Glu Thr Val Cys His Asp Pro Lys Leu Thr Tyr His 
120 125 130 

ggc ttc act ctg gaa gat gee get tct ccc aag tgt gtc atg aag gaa 605 

Gly Phe Thr Leu Glu Asp Ala Ala Ser Pro Lys Cys Val Met Lys Glu 
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135 140 145 150 

aag aaa agg gcg ggc gag act ttc ttc atg tgt gcc tgt aac atg gaa 653 
Lys Lys Arg Ala Gly Glu Thr Phe Phe Met Cys Ala Cys Asn Met Glu 
155 160 165 

gag tgc aac gat tac ate ate ttt teg gaa gaa tac acc acc age agt 701 
Glu Cys Asn Asp Tyr lie lie Phe Ser Glu Glu Tyr Thr Thr Ser Ser 
170 175 180 

ccc gac ctg ttg ttg gtc att ate caa gtg acg ggt gtc age etc ctg 749 
Pro Asp Leu Leu Leu Val lie lie Gin Val Thr Gly Val Ser Leu Leu 
185 190 195 

cct ccg ctg ggg att gcc ata get gtc ate ate ate ttc tac tgc tac 797 
Pro Pro Leu Gly lie Ala lie Ala Val lie lie lie Phe Tyr Cys Tyr 
200 205 210 

cgt gtc cac egg cag cag aag ctg age ccg tec tgg gag age age aag 845 
Arg Val His Arg Gin Gin Lys Leu Ser Pro Ser Trp Glu Ser Ser Lys 
215 220 225 230 

ccc egg aaa ctg atg gat ttc agt gac aat tgt gcc ate ate ctg gag 893 
Pro Arg Lys Leu Met Asp Phe Ser Asp Asn Cys Ala lie lie Leu Glu 
235 240 245 

gac gac cgc tec gac ate age tec acg tgc gcc aac aac ate aac cac 941 
Asp Asp Arg Ser Asp lie Ser Ser Thr Cys Ala Asn Asn lie Asn His 
250 255 260 

aac acg gag ctg ctg ccc ate gag ctg gac acg ctg gtg ggg aag ggc 989 
Asn Thr Glu Leu Leu Pro lie Glu Leu Asp Thr Leu Val Gly Lys Gly 
265 - 270 275 

cgc ttc gcc gag gtc tac aag gcc aag ctg aag cag aac acc tea gag 1037 
Arg Phe Ala Glu Val Tyr Lys Ala Lys Leu Lys Gin Asn Thr Ser Glu 
280 285 290 



cag ttt gag acc gtg get gtc aag ate ttc ccc tac gag gag tac tec 1085 
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Gin Phe Glu Thr Val Ala Val Lys lie Phe Pro Tyr Glu Glu Tyr Ser 
295 300 305 310 

teg tgg aaa aca gag aag gac ate ttc tec gat ate aac ctg aag cat 1133 
Ser Trp Lys Thr Glu Lys Asp lie Phe Ser Asp lie Asn Leu Lys His 
315 320 325 

gag aac ate ctg cag ttc ctg acg gee gag gag egg aag aca gag ctg 1181 
Glu Asn lie Leu Gin Phe Leu Thr Ala Glu Glu Arg Lys Thr Glu Leu 
330 335 340 

ggc aag cag tac tgg ctg ate acg gcg ttc cac gcg aag ggc aac ctg 122 9 
Gly Lys Gin Tyr Trp Leu lie Thr Ala Phe His Ala Lys Gly Asn Leu 
345 350 355 

cag gag tac etc acg agg cat gtc ate age tgg gag gac ctg agg aag 1277 
Gin Glu Tyr Leu Thr Arg His Val lie Ser Trp Glu Asp Leu Arg Lys 
360 365 370 

ctg ggc age tec ctg gec egg ggc ate get cat etc cac agt gac cac 1325 
Leu Gly Ser Ser Leu Ala Arg Gly lie Ala His Leu His Ser Asp His 
375 380 385 390 

act cct tgt ggg agg ccc aag atg ccc att gtt cac agg gac etc aag 1373 
Thr Pro Cys Gly Arg Pro Lys Met Pro lie Val His Arg Asp Leu Lys 
395 400 405 

age tct aac ate eta gtg aag aac gac ttg ace tgt tgc ctg tgt gac 1421 
Ser Ser Asn lie Leu Val Lys Asn Asp Leu Thr Cys Cys Leu Cys Asp 
410 415 420 

ttc ggg ctg tec ttg cgc ctg gac cct act ctg tct gtg gat gac ctg 1469 
Phe Gly Leu Ser Leu Arg Leu Asp Pro Thr Leu Ser Val Asp Asp Leu 
425 ' 430 435 



gee aac age ggg cag gtg gga acg gca aga tac atg gee ccg gaa gtt 
Ala Asn Ser Gly Gin. Val Gly Thr - Ala Arg Tyr Met Ala Pro Glu Val 
440 445 450 



1517 
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eta gaa tec agg atg aat ctg gaa aac gtg gag teg ttc aag cag acg 1565 
Leu Glu Ser Arg Met Asn Leu Glu Asn Val Glu Ser Phe Lys Gin Thr 
455 460 465 470 

gat gtc tac tec atg get ctg gta etc tgg gaa atg acg tec cgc tgc 1613 
Asp Val Tyr Ser Met Ala Leu Val Leu Trp Glu Met Thr Ser Arg Cys 
475 480 485 

aat get gtg gga gaa gtg aag gat tac gag ccc cca ttt ggt tec aag 1661 
Asn Ala Val Gly Glu Val Lys Asp Tyr Glu Pro Pro Phe Gly Ser Lys 
490 495 500 

gtg egg gag cac ccc tgt gtg gag age atg aaa gac agt gtg ctg aga 1709 
Val Arg Glu His Pro Cys Val Glu Ser Met Lys Asp Ser Val Leu Arg 
505 510 515 

gac cga ggg egg ccg gaa att ccc age ttc tgg etc aac cac cag ggc 1757 
Asp Arg Gly Arg Pro Glu lie Pro Ser Phe Trp Leu Asn His Gin Gly 
520 525 530 

ate cag ate gtg tgt gag act ttg ace gag tgc tgg gac cat gac ccc 1805 
lie Gin lie Val Cys Glu Thr Leu Thr Glu Cys Trp Asp His Asp Pro 
535 540 545 550 

gaa gee cgt etc aca gca cag tgt gtg gca gag cgc ttc agt gag ctg 1853 
Glu Ala Arg Leu Thr Ala Gin Cys Val Ala Glu Arg Phe Ser Glu Leu 
555 560 565 

gag cat ccg gag aga etc tct ggg agg age tgc tec cag gag aag att 1901 
Glu His Pro Glu Arg Leu Ser Gly Arg Ser Cys Ser Gin Glu Lys lie 
570 575 580 

cca gaa gat ggc teg ctg aac act ace aaa tag ctttttctgg gcaggctggg 1954 
Pro Glu Asp Gly Ser Leu Asn Thr Thr Lys 
585 590 

ccaagcctcc agaagcegtc ctctagccaa agaccagagg cagcaggatt ctctcctgac 2 014 



tgatgettet ggaaaaccaa ggacttgetc ccttcttccc caggagctgc cccgtgttta 2074 
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gaagcggcag cagcagcagc aacaaccata gcggcggtgg cagcggcggg ggatgagtga 2134 

cagagagcgt cctatgcctt ggagactgtc atggcataag ctgtgctagc acctcctcag 2194 

gaaatgagat tgatttttac aacagccaat aacgtttgca ctttattaat gcctgtgtgt 2254 

aaatacgaat agctatgttt tatatatatc tatatatcta tatgtctata tctctctata 2314 

tatagccata ctctgcaagg agaccggtgt tttctttttg gtaacttgaa cgcataggga 2374 

gcttctttcc gggtctctgg attgtgtgtt tctaccttag ggtatctcat caacactctc 2434 

cttcctaaca gttgctaagg agtacttgaa gtttgtcagt ggacacactt ggttctcttt 2494 

ggagccatgg ctgctctgta gctagtccat tcactgtctg gctcagaaac aatactgaca 2554 

agatgaatga attataatca ccccctttag tttatttaaa ttttatctta ttttccttca 2614 

caaccgtatt ctcagctttt gtcgtgttta acctgataaa ttattctgaa ctgaaatcca 2674 

agagacactt tgctgggctc caagagagac tgcacggaaa ggactaagag aaaactctta 2734 

ttactttcaa actgttatgc gagggataga tgccgtttcc tccatctcca cattaaaagg 2794 

gagtgaactg cccgtggcca tagaaccata catgcagtgg tctctggact cctacaaagc 2 854 

aaactccttc tatcccgcca ggtgtgaggt tctgtgctta agcaccagac acgccctaac 2914 

cacaagaact tgttctcctg ctgtaaacat gatcttctct ttcttccctc aggctccctc 2974 

ttcagcttgc ctttctctct ctctctctgc cagcttgccc tgcccccaca aagactctga 3034 

tttctgatgt ggtttaagct -gcctgtttag attctggctg caaccactta tatctaccaa 3094 

tgtggctcct ct'ctcaccca gaaagacact aaatacaaag gcgtctgctt ttatttcctt 3154 

agacatcctt cacagaccac agtgttggct ataagctttt tccattatgc aaggtttcta 3214 



RTS-015 8 -17- PATENT 

tttttcaaga gcaactatgc ttcaagtcct acctgctgtt ttgtatattt taaatctcct 3274 

ttgattgtta agtgttgaag gcatgcacaa ctttgcatgg agcagtaatt gtgcatacat 3334 

agtatcagct gaaagtgaca tggaaatttc cagaatagca ttcacagctg tgagagttga 3394 

agcctgtggg gctatatgac cagagacaga gaattagaaa atcttggttt atacttgtct 3454 

catctgaatg aacaatctta aaccaatggc tcagagagtt gagctgccaa gctcaattca 3514 

gagagatact atcttttttt tttcccttct tcttctgttc aaacttcgac aagctgtaga 3574 

caatctgcta atctttagtc atatagaaac ataaatctct catgtgagaa gaataaaata 3634 

cgagaacaat tcaaattaga tccatgtgtt aaatccctct ggcccactta cataggcaac 3694 

ttcccttaca cattttgggg aacagtctgt tagaatattt actcaactga agtctatttc 3754 

tagtataatt tctctatata tcccaacctg gggagatacg caagagtctg atcctgaata 3814 

ataccacaca gaaaaaggcg gccgc 3839 

<210> 11 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> PCR Primer 
<400> 11 

cgaccgctcc gacatca • 17 

<210> 12 
<211> 17 
<212> DNA 



RTS-0158 



<213> Artificial Sequence 
<220> 

<223> PGR Primer 
<400> 12 

tcgatgggca gcagctc 

<210> 13 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Probe 

<400> 13 

ctccacgtgc gccaacaaca tea 

<210> 14 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 14 

ggcaaattca aeggcacagt ' 

<210> 15 
<211> 20 
<212> DNA 



RTS-0158 



-19- 



PATENT 



<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 15 

gggtctcgct cctggaagat 2 0 

<210> 16 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> PCR Probe 
<400> 16 

aaggccgaga atgggaagct tgtcatc 27 

<210> 17 

<211> 2090 

<212> DNA 

<213> Homo sapiens 

<220> 

<220> 
<221> CDS 

<222> (336) . . . (2039) 
<400> 17 

gttggcgagg agtttcctgt ttcccccgca gcgctgagtt gaagttgagt gagtcactcg 60 



cgcgcacgga gcgacgacac ccccgcgcgt gcacccgctc gggacaggag ccggactcct 12 0 
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-20- 



PATENT 



gtgcagcttc cctcggccgc cgggggcctc cccgcgcctc gccggcctcc aggcccctcc 180 

tggctggcga gcgggcgcca catctggccc gcacatctgc gctgccggcc cggcgcgggg 240 

tccggagagg gcgcggcgcg gagcgcagcc aggggtccgg gaaggcgccg tccgtgcgct 3 00 

99999Ctcgg tctatgacga gcagcggggt ctgcc atg ggt egg ggg ctg etc 353 

Met Gly Arg Gly Leu Leu 
1 5 

agg ggc ctg tgg ccg ctg cac ate gtc ctg tgg acg cgt ate gee age 401 
Arg Gly Leu Trp Pro Leu His lie Val Leu Trp Thr Arg lie Ala Ser 
10 15 20 

acg ate cca ccg cac gtt cag aag teg gtt aat aac gac atg ata gtc 449 
Thr lie Pro Pro His Val Gin Lys Ser Val Asn Asn Asp Met lie Val 
25 30 35 

act gac aac aac ggt gca gtc aag ttt cca caa ctg tgt aaa ttt tgt 497 
Thr Asp Asn Asn Gly Ala Val Lys Phe Pro Gin Leu Cys Lys Phe Cys 
40 45 50 

gat gtg aga ttt tec ace tgt gac aac cag aaa tec tgc atg age aac 545 
Asp Val Arg Phe Ser Thr Cys Asp Asn Gin Lys Ser Cys Met Ser Asn 
55 60 65 70 

tgc age ate ace tec ate tgt gag aag cca cag gaa gtc tgt gtg get 593 
Cys Ser lie Thr Ser lie Cys Glu Lys Pro Gin Glu Val Cys Val Ala 
75 80 85 

gta tgg aga aag aat gac gag aac ata aca eta gag aca gtt tgc cat 641 
Val Trp Arg Lys Asn Asp Glu Asn lie Thr Leu Glu Thr Val Cys His 
90 „ 95 100 

gac ccc aag etc ccc tac cat gac ttt att ctg gaa gat get get tct 689 
Asp Pro Lys Leu Pro Tyr His Asp Phe lie Leu Glu Asp Ala Ala Ser 
105 110 115 



cca aag tgc att atg aag gaa aaa aaa aag cct ggt gag act ttc ttc 



737 
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Pro Lys Cys lie Met Lys Glu Lys Lys Lys Pro Gly Glu Thr Phe Phe 
120 125 130 

atg tgt tec tgt age tct gat gag tgc aat gac aac ate ate ttc tea 785 
Met Cys Ser Cys Ser Ser Asp Glu Cys Asn Asp Asn lie lie Phe Ser 
135 140 145 150 

gaa gaa tat aac ace age aat cct gac ttg ttg eta gtc ata ttt caa 833 
Glu Glu Tyr Asn Thr Ser Asn Pro Asp Leu Leu Leu Val lie Phe Gin 
155 160 165 

gtg aca ggc ate age etc ctg cca cca ctg gga gtt gee ata tct gtc 881 
Val Thr Gly lie Ser Leu Leu Pro Pro Leu Gly Val Ala lie Ser Val 
170 175 180 

ate ate ate ttc tac tgc tac cgc gtt aac egg cag cag aag ctg agt 92 9 

He He He Phe Tyr Cys Tyr Arg Val Asn Arg Gin Gin Lys Leu Ser 
185 190 195 

tea acc tgg gaa acc ggc aag acg egg aag etc atg gag ttc age gag 977 
Ser Thr Trp Glu Thr Gly Lys Thr Arg Lys Leu Met Glu Phe Ser Glu 
200 205 210 

cac tgt gee ate ate ctg gaa gat gac cgc tct gac ate age tec acg 1025 
His Cys Ala He He Leu Glu Asp Asp Arg Ser Asp He Ser Ser Thr 
215 220 225 230 

tgt gee aac aac ate aac cac aac aca gag ctg ctg ccc att gag ctg 1073 
Cys Ala Asn Asn He Asn His Asn Thr Glu Leu Leu Pro He Glu Leu 
235 240 245 

gac acc ctg gtg ggg aaa ggt cgc ttt get gag gtc tat aag gee aag 1121 
Asp Thr Leu Val Gly Lys Gly Arg Phe Ala Glu Val Tyr Lys Ala Lys 
250 ' 255 260 

ctg aag cag aac act tea gag cag ttt gag aca gtg gca gtc aag ate 1169 
Leu Lys Gin Asn Thr Ser Glu Gin. Phe Glu Thr Val Ala Val Lys He 
265 270 275 
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ttt ccc tat gag gag tat gcc tct tgg aag aca gag aag gac ate ttc 1217 
Phe Pro Tyr Glu Glu Tyr Ala Ser Trp Lys Thr Glu Lys Asp lie Phe 
280 285 " 290 

tea gac ate aat ctg aag cat gag aac ata etc cag ttc ctg acg get 1265 
Ser Asp lie Asn Leu Lys His Glu Asn lie Leu Gin Phe Leu Thr Ala 
295 300 305 310 

gag gag egg aag acg gag ttg ggg aaa caa tac tgg ctg ate acc gcc 1313 
Glu Glu Arg Lys Thr Glu Leu Gly Lys Gin Tyr Trp Leu lie Thr Ala 
315 320 325 

ttc cac gcc aag ggc aac eta cag gag tac ctg acg egg cat gtc ate 1361 
Phe His Ala Lys Gly Asn Leu Gin Glu Tyr Leu Thr Arg His Val lie 
330 335 340 

age tgg gag gac ctg cgc aag ctg ggc age tec etc gcc egg ggg att 1409 
Ser Trp Glu Asp Leu Arg Lys Leu Gly Ser Ser Leu Ala Arg Gly lie 
345 350 355 

get cac etc cac agt gat cac act cca tgt ggg agg ccc aag atg ccc 1457 
Ala His Leu His Ser Asp His Thr Pro Cys Gly Arg Pro Lys Met Pro 
360 365 370 

ate gtg cac agg gac etc aag age tec aat ate etc gtg aag aac gac 1505 
lie Val His Arg Asp Leu Lys Ser Ser Asn lie Leu Val Lys Asn Asp 
375 380 385 390 

eta acc tgc tgc ctg tgt gac ttt ggg ctt tec ctg cgt ctg gac cct 1553 
Leu Thr ~Cys Cys Leu Cys Asp Phe Gly Leu Ser Leu Arg Leu Asp Pro 
395 400 405 

act ctg tct gtg gat gac ctg get aac agt ggg cag gtg gga act gca 1601 
Thr Leu Ser Val Asp Asp Leu Ala Asn Ser Gly Gin Val Gly Thr Ala 
410 415 420 

aga tac atg get cca gaa gtc eta gaa tec agg atg aat ttg gag aat 164 9 
Arg Tyr Met Ala Pro Glu Val Leu Glu Ser Arg Met Asn Leu Glu Asn 
425 430 435 
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get gag tec ttc aag cag acc gat gtc tac tec atg get ctg gtg etc 1697 
Ala Glu Ser Phe Lys Gin Thr Asp Val Tyr Ser Met Ala Leu Val Leu 
440 445 450 

tgg gaa atg aca tct cgc tgt aat gca gtg gga gaa gta aaa gat tat 1745 
Trp Glu Met Thr Ser Arg Cys Asn Ala Val Gly Glu Val Lys Asp Tyr 
455 460 465 470 

gag cct cca ttt ggt tec aag gtg egg gag cac ccc tgt gtc gaa age 1793 
Glu Pro Pro Phe Gly Ser Lys Val Arg Glu His Pro Cys Val Glu Ser 
475 480 485 

atg aag gac aac gtg ttg aga gat cga ggg cga cca gaa att ccc age 1841 
Met Lys Asp Asn Val Leu Arg Asp Arg Gly Arg Pro Glu lie Pro Ser 
490 495 500 

ttc tgg etc aac cac cag ggc ate cag atg gtg tgt gag acg ttg act 1889 
Phe Trp Leu Asn His Gin Gly He Gin Met Val Cys Glu Thr Leu Thr 
505 510 515 

gag tgc tgg gac cac gac cca gag gec cgt etc aca gee cag tgt gtg 1937 
Glu Cys Trp Asp His Asp Pro Glu Ala Arg Leu Thr Ala Gin Cys Val 
520 525 530 

gca gaa cgc ttc agt gag ctg gag cat ctg gac agg etc teg ggg agg 1985 
Ala Glu Arg Phe Ser Glu Leu Glu His Leu Asp Arg Leu Ser Gly Arg 
535 540 545 550 

age tgc teg gag gag aag att cct gaa gac ggc tec eta aac act acc 2033 
Ser Cys Ser Glu Glu Lys He Pro Glu Asp Gly Ser Leu Asn Thr Thr 
555 560 565 

aaa tag ctcttatggg gcaggctggg catgtccaaa gaggctgccc ctctcaccaa 2089 
Lys 



2090 
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<210> 18 

<211> 1225 

<212> DNA 

<213> Homo sapiens 

<220> 

<220> 
<221> CDS 

<222> (917) . . . (1225) 
<400> 18 

aactacaaat tcacatctcc tgtgtgagcc atgggtgagt tgagtagaat ggtggtagaa 60 

ttatatgggt tacattaact acttagactt tgtcctattt ttcctatatg aaaatagttg 120 

aaattctcat aaaaatgcat gtatgatgtg aaactgaagt ataatgtaca gtcagataat 180 

tttgaatata ttttgtgaaa tagatgttta tgatttataa cagcagtatt ttaatttcta 240 

tgcagcttaa attgatgctt ggatagggga aaaggatgaa gaagaaactc aatggtatgt 300 

taactgagag aatgaagtaa agtggcatag taacgacagt tataaaaggg gcactgcata 3 60 

ccccattgct gtcaagggat tgtaaacttc cagactgggc taaacgaatg ctgggaaagg 42 0 

tctgtacagc cacaacaagt ccttagactt aggacttaga agcttatttg cagtagttat 480 

tttaggagtt acaggattct ggggactaat tcatgttaac tgaatttaca agacatatat 54 0 

atatttagtt gagacattta attaccaaga taactagaaa tctcatcagt aggaaggtct 600 

ccttgggctg tttgttgcta tgtttatgaa gatggtttca tgaacatgga gggagaagcc 660 

gtaaaatggt tttaactaat gaccaggcat gatagcttat tcctttggga agccaaggcg 720 

agaggatccc ttgagccttg agcctaggaa tttgagacca gcctgggcaa cataataaga 780 
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ccccatctgt acaaaacatt aaaagttacc tgggcataac ttttcctata atcctataat 840 

tcctataatc ccagctactt gggaggctga ggtgggagga ttgcttgagc ctgggaggtc 900 

gaggatgcag tgagcg atg ata eta cca ctg cat aac ctg ggc aat gga gtg 952 

Met lie Leu Pro Leu His Asn Leu Gly Asn Gly Val 
15 10 

agg tec cat aac ttt tct ttt ctt tac ttt att ctg gaa gat get get 1000 
Arg Ser His Asn Phe Ser Phe Leu Tyr Phe lie Leu Glu Asp Ala Ala 
15 20 25 

tct cca aag tgc att atg aag gaa aaa aaa aag cct ggt gag act ttc 104 8 
Ser Pro Lys Cys lie Met Lys Glu Lys Lys Lys Pro Gly Glu Thr Phe 
30 35 40 

ttc atg tgt tec tgt age tct gat gag tgc aat gac aac ate ate ttc 1096 
Phe Met Cys Ser Cys Ser Ser Asp Glu Cys Asn Asp Asn lie lie Phe 
45 50 55 60 

tea gaa gaa tat aac ace age aat cct gac ttg ttg eta gtc ata ttt 1144 
Ser Glu Glu Tyr Asn Thr Ser Asn Pro Asp Leu Leu Leu Val lie Phe 
65 70 75 



caa gtg aca ggc ate age etc ctg cca cca ctg gga gtt gee ata tct 1192 
Gin Val Thr Gly lie Ser Leu Leu Pro Pro Leu Gly Val Ala lie Ser 
80 85 90 

gtc ate ate ate ttc tac tgc tac cgc gtt aac 1225 
Val lie lie lie Phe Tyr Cys Tyr Arg Val Asn 
95 100 



<210> 19 

<211> 425 

<212> DNA 

<213> Homo sapiens 

<220> 
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<221> unsure 

<222> 6 

< 2 2 3 > unknown 



<221> unsure 

<222> 29 

< 2 2 3 > unknown 



<221> unsure 

<222> 42 

< 2 2 3 > unknown 



<221> unsure 

<222> 89 

<2 23> unknown 



<221> unsure 

<222> 204 

<22 3> unknown 

<223> 



<400> 19 

tcggcnccga aggaaaaaag accaaggant 
tttttcacta ctatacatga agggaaagnt 
tcatgtatta aaataggaat gtgaatgcta 
acttattttt attctatgca ttgnttgtct 
ataaagcaaa atactcaggt gagcatcctg 
catttgcctc atttggttat tttgcaattt 
ccaacttttt catactgtct ttctcaactg 



aacattctgt antgcctaaa aatactgact 60 

ttattctttt atggaacact tcagctgtac 120 

tatactcttt ttatatcaaa agtctcaagc 180 

tttacataaa taaaatgttt attagattga 240 

cctcctgttc ccattcctag tagctaaatc 300 

atgcagaaaa cgtcaccaag taaataatct 360 

acagtctcac agtccttaaa aaaaaaaaaa 420 



RTS-0158 



aaaaa 



<210> 20 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 20 

cagcccccga cccatggcag 

<210> 21 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 21 

ctgcagttgc tcatgcagga 

<210> 22 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 
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<400> 22 

ttgtggttga tgttgttggc 

<210> 23 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 23 

ttctgcttca gcttggcctt 

<210> 24 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 24 

aggtcctccc agctgatgac 

<210> 25 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



<400> 25 

ggcatcttgg gcctcccaca 

<210> 26 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 26 

catccacaga cagagtaggg 

<210> 27 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 27 

gccaggtcat ccacagacag 

<210> 28 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
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<400> 28 

agagccatgg agtagacatc 2 0 



<210> 29 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 29 

tcccgcacct tggaaccaaa 20 



<210> 30 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 30 

tggttgagcc agaagctggg 20 



<210> 31 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-015 8 



<400> 31 

gatgccctgg tggttgagcc 

<210> 32 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 32 

ctcactcaac ttcaactcag 

<210> 33 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 33 

cctgtcccga gcgggtgcac 

<210> 34 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 
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<400> 34 

gcggccgagg gaagctgcac 20 



<210> 35 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 35 

atatgaaagg tgtattacaa 2 0 



<210> 36 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 36 

aaaaacttgc atttcaacat 2 0 



<210> 37 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



<400> 37 

tctacacact tagttaagga 

<210> 38 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 38 

cttagggttc catgtcttcc 

<210> 39 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 39 

ataaagactg taatcagtat 

<210> 40 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



<400> 40 

gtttacaaga acagtccaaa 

<210> 41 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 41 

aagatgcata tacctgttta 

<210> 42 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 42 

catcccagtg aggcttttct 

<210> 43 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-015 8 



<400> 43 

gagtctagac atattggtgg 

<210> 44 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 44 

tgttagcctc tgagtctaga 

<210> 45 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 45 

actagcagtc atgttagcct 

<210> 46 . 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
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<400> 46 

agctttgtga cttttaaagg 20 



<210> 47 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 47 

cagaccccgc tgctcgtcat 20 



<210> 48 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 48 

agcccccgac ccatggcaga 2 0 



<210> 49 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



<400> 49 

gtcgttatta accgacttct 

<210> 50 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 50 

gtcacaggtg gaaaatctca 

<210> 51 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 51 

aagaggcata ctcctcatag 

<210> 52 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
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<400> 52 

attgatgtct gagaagatgt 20 

<210> 53 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 53 

ggaaagccca aagtcacaca 2 0 



<210> 54 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 54 

ctcagcattc tccaaattca 20 



<210> 55 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 



Sequence 



<223> Antisense Oligonucleotide 



RTS-0158 



<400> 55 

ttacagcgag atgtcatttc 

<210> 56 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 56 

gtcgccctcg atctctcaac 



<210> 57 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Antisense Oligonucleotide 
<400> 57 

gccgtcttca ggaatcttct 



<210> 58 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 



Sequence 



<223> Antisense Oligonucleotide 



RTS-0158 



<400> 58 

cagaagagct atttggtagt 



<210> 59 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 59 

agcttatcct atgacaatgt 

<210> 60 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 60 

caatctcatt tcctgaggaa 

<210> 61 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
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<400> 61 



aggtatggct atatatatag 



20 



<210> 62 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 62 

agttctccaa taaaaccaat 20 

<210> 63 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 63 

ctgcatgtgt gattgtcaaa 20 

<210> 64 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-0158 



-42- 



PATENT 



<400> 64 

tttgcaaaag caagtgcaat 20 



<210> 65 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Antisense Oligonucleotide 
<400> 65 

taagggcaca caggaacccc 2 0 



<210> 66 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 66 

caggagaaat aagggcacac 2 0 



<210> 67 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-015 8 



-43- 



PATENT 



<400> 67 

gtagagtttc taaactaggt 20 

<210> 68 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 68 

tgcaacccat gaaggtaaaa 20 

<210> 69 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 69 

aaaggatgaa ggctgggagc 2 0 

<210> 70 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-0158 



-44- 



PATENT 



<400> 70 

ccattggtgt ttgtatagaa 20 

<210> 71 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 71 

caggagccca gaaagatgga 2 0 

<210> 72 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 72 

gagcaatcag gagcccagaa 20 

<210> 73 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 





RTS-0158 



-45- 



PATENT 



<400> 73 



aaagtggctt cactttttga 



20 



<210> 74 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 74 

ggactggaga taactgaaaa 2 0 

<210> 75 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 75 

gtctccacac cttcacattt 20 

<210> 76 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-0158 



<400> 76 

ccaggtaggc agtggaaaga 



<210> 7-7 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 77 

cttaaaggag ttccccttta 

<210> 78 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 78 

ttctgcaaag gttgagaagg 

<210> 79 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



<400> 79 

ttgtggacac aaattttcta 

<210> 80 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 80 

acacttcttt gttgattaac 

<210> 81 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 81 

ccatccaaac agagctgata 

<210> 82 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-0158 



<400> 82 

ttgaatatct catgaatgga 

<210> 83 
<211> 20 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 83 

cttgaatatc tcatgaatgg 

<210> 84 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 84 

taaaaataag tgcttgagac 

<210> 85 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
220> 

223 > Antisense Oligonucleotide 




RTS-0158 



-49- 



PATENT 



<400> 85 



aaacatttta tttatgtaaa 



20 



<210> 86 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 86 

actatgccac tttacttcat 20 

<210> 87 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 87 

gggtatgcag tgcccctttt 20 

<210> 88 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Antisense Oligonucleotide 



RTS-0158 



<400> 88 

gtggctgtac agacctttcc 



<210> 89 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 89 

attagtcccc agaatcctgt 



<210> 90 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 90 

acatgaatta gtccccagaa 



<210> 91 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 



Sequence 



<223> Antisense Oligonucleotide 





RTS-0158 



-51- 



PATENT 



<400> 91 



atatgtcttg taaattcagt 



20 



<210> 92 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 92 

ccttcctact gatgagattt 20 

<210> 93 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 93 

ggtcattagt taaaaccatt 20 

<210> 94 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-0158 



-52- 



PATENT 



<400> 94 

tctcaaattc ctaggctcaa 20 



<210> 95 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Antisense Oligonucleotide 
<400> 95 

acctcagcct cccaagtagc 20 



<210> 96 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Antisense Oligonucleotide 
<400> 96 

aaatggattt agctactagg 2 0 



<210> 97 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 



Sequence 



<223> Antisense Oligonucleotide 



RTS-0158 



<400> 97 

caaatggatt tagctactag 

<210> 98 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 98 

ctcggaggcc cggaggaggc 

<210> 99 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 99 

gatccccgga gctcggaggc 

<210> 100 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



<400> 100 

ggccagatgt ggccggcgat 

<210> 101 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 101 

ggaccccggg ctgcgccttt 

<210> 102 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 102 

cctggtgcgc cacgaaccga 

<210> 103 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



<400> 103 

gcccccgtcg ctcgtcatag 

<210> 104 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 104 

cggagcagcc cccgacccat 

<210> 105 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 105 

ccacaggccc cggagcagcc 

<210> 106 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-0158 



<400> 106 

gatgcgcgtc cacaggacga 

<210> 107 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 107 

tcgtgctggc gatgcgcgtc 

<210> 108 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 108 

tgcggcggga tcgtgctggc 

<210> 109 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



<400> 109 

ggatggtcct attacagctt 

<210> 110 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 110 

acttgcacag ctgtggaagc 

<210> 111 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 111 

tcatgcagga cttctggttg 

<210> 112 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 





RTS-0158 



-58- 



PATENT 



<400> 112 



ttccagagtg aagccgtggt 



20 



<210> 113 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 113 

cgcccttttc ttttccttca 20 

<210> 114 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 114 

gtctcgcccg cccttttctt 20 

<210> 115 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-0158 



<400> 115 

ggactgctgg tggtgtattc 

<210> 116 "• 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 116 

agcggaggca ggaggctgac 

<210> 117 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 117 

gctatggcaa tccccagcgg 

<210> 118 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 

<400> 118 

tgacagctat ggcaatcccc 

<210> 119 " 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 119 

ctcagcttct gctgccggtg 



<210> 120 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 120 

ggtcgtcctc caggatgatg 



<210> 121 
<211> 20 
<212> DNA 
<213> Artificial 

<220> 



Sequence 



<223> Antisense Oligonucleotide 



RTS-0158 



<400> 121 

cgcacgtgga gctgatgtcg 

<210> 122 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 122 

ttgatgttgt tggcgcacgt 

<210> 123 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 123 

ccgtgttgtg gttgatgttg 

<210> 124 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



<400> 124 

cgatgggcag cagctccgtg 

<210> 125 "'• 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 125 

tccagctcga tgggcagcag 

<210> 126 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 126 

gccttgtaga cctcggcgaa 

<210> 127 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



<400> 127 

tgacagccac ggtctcaaac 

<210> 128 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 128 

aggaactgca ggatgttctc 

<210> 129 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 129 

ctcggccgtc aggaactgca 

<210> 130 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



<400> 130 

ccgctcctcg gccgtcagga 

<210> 131 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 131 

gtgatcagcc agtactgctt 

<210> 132 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 132 

ggttgccctt cgcgtggaac 

<210> 133 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 





RTS-0158 



-65- 



PATENT 



<400> 133 



tactcctgca ggttgccctt 



20 



<210> 134 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 134 

ctgatgacat gcctcgtgag 20 

<210> 135 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 135 

ggccagggag ctgcccagct 2 0 

<210> 136 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 





RTS-0158 



-66- 



PATENT 



<400> 136 



aggtccctgt gaacaatggg 



20 



<210> 137 "■ 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 137 

tgttagagct cttgaggtcc 20 

<210> 138 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 138 

tcgttcttca ctaggatgtt 2 0 

<210> 139 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-015 8 



<400> 139 

ccaggcgcaa ggacagcccg 

<210> 140 * 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 140 

ttcatcctgg attctagaac 

<210> 141 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 141 

ggagtagaca tccgtctgct 

<210> 142 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



-68- 



PATENT 



<400> 142 

cagcgggacg tcatttccca 20 

<210> 143 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 143 

ttcatgctct ccacacaggg 2 0 

<210> 144 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 144 

tttccggccg ccctcggtct 20 

<210> 145 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 





RTS-0158 



-69- 



PATENT 



<400> 145 



agctgggaat ttccggccgc 



20 



<210> 146 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 146 

cacacgatct ggatgccctg 2 0 

<210> 147 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 147 

tggtcccagc actcggtcaa 20 

<210> 148 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 





RTS-0158 



-70- 



PATENT 



<400> 148 



cttctcctgg gagcagctcc 



20 



<210> 149 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 149 

agaaaaagct atttggtagt 2 0 

<210> 150 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 150 

cccagcctgc ccagaaaaag 2 0 

<210> 151 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-0158 



<400> 151 

ggaagaaggg agcaagtcct 

<210> 152 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 152 

ctatggttgt tgctgctgct 

<210> 153 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 153 

tgccatgaca gtctccaagg 

<210> 154 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0158 



<400> 154 

tataaaacat agctattcgt 

<210> 155 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 155 

taggaaggag agtgttgatg 

<210> 156 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 156 

ttgtttctga gccagacagt 

<210> 157 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 





RTS-0158 



-73- 



PATENT 



<400> 157 



cagttcactc ccttttaatg 



20 



<210> 158 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 

<400> 158 

acagaacctc acacctggcg 2 0 

<210> 159 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 159 

agagagagaa aggcaagctg 2 0 

<210> 160 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-0158 



-74- 



PATENT 



<400> 160 



cttaaaccac atcagaaatc 



20 



<210> 161 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 161 

tatttagtgt ctttctgggt 20 

<210> 162 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<210> 163 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<400> 162 



gattgttcat tcagatgaga 



20 



<223> Antisense Oligonucleotide 



rs, 
f 



RTS-0158 



-75- 



<400> 163 

gtgtggtatt attcaggatc 



PATENT 



20 



< 



